Scale V:

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other Unknown

50 kb CB4856Princeton_JR-contig 3,150,000 3,200,000 3,250,000 REAPR Flagged Regions

ALE-Depth

ALE-Insert

ALE-Kmer

ALE-Place

Phaster Alignment Depth

Phaster Alignments

JR-Contig cross_match Alignments (Reapr Processed)

Long Read Alignments

Rajewsky Mixed Stage RNAseq

WS230 cDNA blat Annotations

Repeating Elements by RepeatMasker

VC2010 ALE Depth

VC2010 ALE Insert

VC2010 ALE Place

VC2010 coverage

T28A11.13 T28A11.15 T28A11.22 T28A11.16 T28A11.7 T28A11.6

T28A11.17 C17B7.9

T28A11.18.1 T28A11.18.2

T28A11.19 C17B7.4

T28A11.5 T28A11.20

T28A11.4 C17B7.3

T28A11.3 T28A11.21 T28A11.2b.1 T28A11.2b.2

C17B7.2 C17B7.1 T28A11.1 F35F10.7

F35F10.6.1 F35F10.6.2

F35F10.4 C04E12.2

F35F10.8 F35F10.9 C04E12.10 F35F10.10 F35F10.2 F35F10.11

F35F10.12.1

F35F10.12.2

T20D4.13

F35F10.1 F35F10.13 T20D4.16 F35F10.14

T20D4.17

T20D4.8

T20D4.7

T20D4.6

T20C4.1 F27E11.3a

F27E11.2a.1

F27E11.2a.2 F27E11.2a.3 F27E11.2b.1 F27E11.2b.2

F27E11.1

C02A12.1 C02A12.2

C02A12.9 C02A12.3 C02A12.4.1 C02A12.4.2 C02A12.10 C02A12.5 C02A12.6

C07G3.8a.1

C07G3.8a.2

C07G3.8b

ALE-Depth

ALE-Insert

ALE-Kmer

ALE-Place

Phaster Depth

200 _ 0 _ Phaster Alignment

Mixed Stage RNA

100 _ 0 _

VC2010 ALE Depth

VC2010 ALE Insert

VC2010 ALE Place

VC2010 coverage